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a. True Graph G 




b. Connectivity Data for G 
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c. Transitive Closure G* 



d. A Graph compatible with Data 
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e. A Graph compatible with Data 
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f. G* reduced to condensed graph 
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the data. 



Figure 2 : Edges transmit changed expression levels 
with high reliability. Many graphs are compatible 
with the data, but all such graphs are subgraphs of the 
transitive closure graph G*. 



a. True Graph G, 

B regulated by A not by expression. 



b. Connectivity Data for G 
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c. Transitive Closure G* 




Figure 3 : Interactions not at level of expression are 
concealed in the connectivity graph. Genes B* 
(regulated by A), E (not regulated by A), and A are 
indistinguishable at the expression level. 



